Supplementary tables from Thewes et al. (2007) In vivo and ex vivo comparative transcriptional profiling of invasive and non-invasive Candida albicans isolates identifies genes associated with tissue invasion. Mol Microbiol.
Supplementary table T1: Functional categories of upregulated genes of strain SC5314 in vivo after horizontal analysis.
	SC5314

	Category
	Time point

	
	0.5 h and 3 h
	5 h only
	all time points

	Metabolism
	7
	14
	18

	Energy
	4
	6
	14

	Cell cycle and DNA processing
	2
	9
	8

	Transcription
	3
	10
	8

	Protein synthesis
	6
	7
	4

	Protein-fate
	5
	9
	17

	Cellular transport
	5
	7
	10

	Cellular communication
	2
	3
	2

	Cell rescue, defence and virulence
	1
	6
	5

	Interaction with the cellular environment
	2
	1
	-

	Biogenesis of cellular compounds
	-
	5
	3

	Cell type differentiation
	-
	-
	3

	Unknown function (%)
	8 (18)
	27 (26)
	14 (13)

	Sum
	45
	104
	106

	Total
	255


Supplementary table T2: Functional categories of upregulated genes of strain ATCC10231 in vivo after horizontal analysis.
	ATCC10231

	Category
	Time point

	
	0.5 h 
	0.5 h and

3 h
	3 h only 
	3 h and

5 h
	5 h only
	5 h and 0.5 h
	all time points

	Metabolism
	20
	5
	7
	18
	13
	11
	47

	Energy
	2
	-
	-
	3
	2
	-
	8

	Cell cycle and DNA processing
	7
	-
	2
	9
	4
	4
	20

	Transcription
	6
	3
	1
	8
	7
	7
	15

	Protein synthesis
	5
	-
	3
	2
	2
	1
	7

	Protein-fate
	8
	4
	1
	2
	2
	2
	17

	Cellular transport
	4
	2
	-
	4
	2
	3
	9

	Cellular communication
	-
	-
	1
	1
	-
	-
	3

	Cell rescue, defence and virulence
	4
	-
	-
	2
	-
	1
	6

	Interaction with the cellular environment
	1
	1
	-
	-
	1
	3
	1

	Biogenesis of cellular compounds
	-
	-
	-
	-
	-
	-
	1

	Cell type differentiation
	-
	-
	-
	-
	-
	-
	2

	Unknown function (%)
	22(28)
	9(38)
	14(48)
	20(29)
	17(34)
	12(27)
	37(21)

	Sum
	79
	24
	29
	69
	50
	44
	173

	Total
	468


Supplementary table T3: Functional categories of higher expressed genes in vivo in strain SC5314 and strain ATCC10231, resp., after vertical anlysis.
	Category
	SC5314
	ATCC10231

	Metabolism
	48
	81

	Energy
	1
	8

	Cell cycle and DNA processing
	17
	25

	Transcription
	25
	24

	Protein synthesis
	16
	10

	Protein-fate
	25
	9

	Cellular transport
	16
	12

	Cellular communication
	7
	8

	Cell rescue, defence and virulence
	1
	6

	Interaction with the cellular environment
	2
	-

	Transposable elements, viral and plasmid proteins
	-
	1

	Biogenesis of cellular compounds
	4
	2

	Cell type differentiation
	-
	-

	Unknown function
	86
	116

	Sum
	248
	302

	Strain-specific
	215
	269


Supplementary table T4: Primer and probe sequences for quantitative RT-PCR.

	Name
	Sequence (5’-3’)
	Reference

	ACT1-TM-f
	GACAATTTCTCTTTCAGCACTAGTAGTGA
	J. Naglik, London

	ACT1-TM-r
	GCTGGTAGAGACTTGACCAACCA
	

	ACT1-TM-P
	6FAM-ACTGTAACCACGTTCAGACAAAATCTTGGACAA-TAMRA
	

	orf19.6777-TM-f
	TTTGATGTGTCTGGACCTGTTC
	this study

	orf19.6777-TM-r
	TTGGTAACTAAAGGCAGCACCT
	

	orf19.6777-TM-P
	6FAM-ACCTGCTCAAGCAAATGTTTGTGTTCT-TAMRA
	

	DFG16-TM-f
	TGATCCCAGTCAGAGAAATTCA
	this study

	DFG16-TM-r
	TATCTGGTCATTGTTTCGTTGC
	

	DFG16-TM-P
	6FAM-CAGCCAATTACAGAATCAAACACAACA-TAMRA
	

	ECE1-TM-f
	GCAACAAGATTAAGGCCAACAT
	this study

	ECE1-TM-r
	CACTGGTGTTCAACAATCCATC
	

	ECE1-TM-P
	6FAM-GAACGCCATCTCTCTTGGCATTTTC-TAMRA
	

	HWP1-TM-f
	CTACCCACAACAACCACAAGAA
	this study

	HWP1-TM-r
	GAGGAGGATTGTCACAAGGAAC
	

	HWP1-TM-P
	6FAM-CTTGCGACAATCCACCTCAACCT-TAMRA
	

	SAP5-TM-f
	CATTGTGCAAAGTAACTGCAACAG
	J. Naglik, London

	SAP5-TM-r
	CAGAATTTCCCGTCGATGAGA
	

	SAP5-TM-P
	6FAM-TCCTCTTTTGTCCACATCACCATCTCTACCA-TAMRA
	

	PHR1 F
	GTTCCAAGAAATTGGTACCTTG
	this study

	PHR1 R
	ACCAAACCGTATTTGTTAGCC
	

	PHR1 TM
	6FAM-ATGACTGATGTTTGGTCCGGAGGTAT-TAMRA
	

	PHR2 S
	CGCTAAGGCTTCTGCTGAATC
	this study

	PHR2 A
	GGTTGGTGGCAAGTTTGTAGA
	

	PHR2 TM
	6FAM-TCCTCCATTTCCAGAACCACTTGTCCA-TAMRA
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